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Abstract

Now that the human genome has been read, researchers in the field of bioinformatics are turning their
attention to how they can make full use of the enormous amount of information they have obtained and
what kind of knowledge they can acquire from it. To support bicinformatics in the post-genome era, we
have proposed an integrated solution called the Post-Genome Platform as a backbone environment for
research and development. The Post-Genome Platform consists of a high-speed, high-capacity hardware
platform, a basic biocinformatics program library optimized for the hardware platform, a high-speed search
engine, XML-related tools, a Web browser optimized for bioinformatics, and a knowledge service
accommodator that integrates all of these components and original data or methodologies together so that
bioinformatics processing can be executed to create new value. We have developed and improved these
components based on the Post-Genome Platform concept and are currently applying them to practical
bioscience research for testing. This paper introduces the Post-Genome Platform and describes some of its
components.
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Fig.1-Configuration of post-genome platform.
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KSA/WI: Knowledge Service Accommodator for Web Intelligence,
UDS: User Defined Service Script, JSP: Java Server Pages, SOAP: Simple Object Access Protocol
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Fig.2-System configuration of KSA/WI.
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