XML Document Retrieval Technology for Biological Literature
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Abstract

Now that a large amount of genome sequences, including the human genome sequence, are widely
available, biomedical research is shifting to the phase called the “post-genome era.” Protein-protein
interaction is an important research issue in this era for understanding the mechanisms of biological
processes. An enormous amount of data, including gene expression data and genome sequences, are
required to elucidate these interactions. Computers will then be used to help researchers in the
analysis and interpretation of experimental data. Especially, to convert numerical data into
biologically significant information, the knowledge resources that have been accumulated in various
languages should be useful. This paper discusses the role of biological literature databases,
especially how they help researchers interpret biological data. This paper also introduces our XML
document retrieval technology, which can be used as a foundation for building biological research
assistance systems.
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Fig.1-Typical interaction pattern between modules in an

information retrieval system.
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Fig.2-Typical interaction pattern between modules in a

literature data mining system.
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