Example Application of Information Technology
in the Search for Disease-Related Genes
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Abstract

Genetic statistical analysis of genome sequences using polymorphic markersd among which, microsatellite
markers (repetitions of two to four nucleotides) and single nucleotide polymorphisms (SNPs) are typical
examplesl is one of the most effective investigative procedures in the search for disease-related genes.
Significant advances are being made in the study of the application of the genetic statistical analysis
procedure. We researched genetic statistical analysis in collaboration with the Institute for Genome
Research of the University of Tokushima. This paper gives a detailed description of the theory and
procedure of the genetic statistical analysis that we researched and problems encountered during the
research and an example application of IT in the search for disease-related genes and the application’s
effectiveness. This paper also explains polymorphic genetic markers, which are important for polymorphic
genetic analysis.
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Fig.1-Disease related gene search procedure
used gene polymorphism.

FUJITSU.53, 5, (09,2002)

385



REBESEFENT—DNOMHBEZE O =x(0=x=205) DUEIZHDIEED
EELIEO =05DFBDLELIZRSD, LODRATEZUTORXTERDH B,
(R—HEEEREEEFHIEREGEELL) OMBEICHDLEE, 0 =05L715)

LOD = Log,,(L1/L0O)

LERQR) @I

EEREECTFE X—h
AW 4 /\ AW 4
/\ \_/ /\
6=05 0 =x 6 =00
) R A S T EE BT §E "
2.% B fi# .
% RARAT T—h  AEEEEEFE <Y—h —h
A W4 AV 4 /—\ AN A W4
/\ /\ \_/ /\
9 =05 < »
P

g-200000000
Fig.2-Conception of linkage analysis.
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Fig.3-Example of polymorphic marker.
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